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<210> 1 
<211> 184 
<212> PRT 

<213> Homo sapiens 



<400> 1 |(S 
Cys Thr Cys Val Pro Pro His Pro Gin Thr Ala Phe Cys Asn Ser Asp 



Leu 



val lie Arg Ala Lys Phe Val Gl^\Thr Profa^fQ. Asn Gin ThrV 



Thr Leu Tyr Gin Arg Tyr Glu lie Lys Metf'Thf^Lys Met Tyr Lys : Glyj 



35 



40 



45 



Phe Gin Ala Leu Gly Asp Ala Ala Asp lie Arg Phe Val Tyr Thr Pro 
50 55 60 

1 

Ala Met Glu Ser Val Cys Gly Tyr Phe His Arg Ser His Asn Arg Ser 
65 70 75 80 



in • 



,0 



u Glu Phe Leu lie Ala Gly Lys Leu Gin Asp Gly Leu Leu His Ile<^ 
85 90 95 



Gl 



Thr Thr Cys Ser Phe Val Ala Pro Trp Asn ser bcu o Ci xj« ^ \ c~ 



100 



105 



Ser Leu Ser Leu .^la) Gin X \X 
110 +tf 



Arg Arg Gly Phe Thr Lys Thr Tyr Thr Val Gly Cys/Glu^lu Cys^ThrJ^ 



115 



120 




Val Phe Pro Cys Leu Ser He Pro Cys Lys Leu Gin Ser Gly Thr His 



130 



135 



140 



Cys Leu Trp Thr Asp Gin Leu Leu Gin Gly Ser Glu Lys Gly Phe Gin 

150 155 160 



145 



Ser Arg His Leu Ala Cys Leu Pro Arg Glu Pro Gly Leu Cys Thr Trp 
165 170 ' 175 



Gin Ser Leu Arg Ser Gin He Ala 
180 



<210> 2 
<211> 106 
<212> PRT 

<213> Homo sapiens 
<400> 2 

Cys Thr Cys Val Pro Pro His Pro Gin Thr Ala Phe Cys Asn Ser Asp 



Leu Val lie Arg Ala Lys Phe Val Gly Thr Pro Glu Val Asn Gin 
20 25 30 



Thr Leu Tyr Gin Arg Tyr Glu He 
35 40 

Phe Gin Ala Leu Gly Asp Ala Ala 
50 55 

Ala Met Glu Ser Val Cys Gly Tyr 
65 70 

Glu Glu Phe Leu He Ala Gly Lys 
85 

Thr Thr Cys Ser Phe Val Ala Pro 
100 



Lys Met Thr Lys Met Tyr Lys Gly 
45 

Asp He Arg Phe Val Tyr Thr Pro 
60 

Phe His Arg Ser His Asn Arg Ser 
75 80 

Leu Gin Asp Gly Leu Leu His He 
90 95 

Trp Asn 
105 



<210> 3 
<211> 38 
<212> PRT 

<213> Homo sapiens 
<400> 3 

Gly His Arg Arg Arg Ser Ser Ala Gin Arg Asp Thr Arg Glu Pro Thr 
! 5 10 15 

Met Ala Pro Phe Asp Pro Trp Leu Leu His Pro Val Val Ala Val Ala 

20 25 30 

Asp Ser Pro Ser Arg Ala 
35 



<210> 4 
<211> 22 
<212> PRT 

<213> Homo sapiens 
<400> 4 

Met Ala Leu Phe Asp Pro Trp Leu Leu His Pro Val Val Ala Val Ala 
15 10 15 

Asp Ser Pro Ser Arg Ala 
20 



<210> 5 
<211> 703 
<212> DNA 



<213> Homo sapiens 



<400> 5 

gttgttgctg tggctgatag ccccagcagg 
acggccttct gcaattccga cctcgtcatc 
aaccagacca ccttatacca gcgttatgag 
caagccttag gggatgccgc tgacatccgg 
tgcggatact tccacaggtc ccacaaccgc 
caggatggac tcttgcacat cactacctgc 
ttagctcagc gccggggctt caccaagacc 
tttccctgtt tatccatccc ctgcaaactg 
cagctcctcc aaggctctga aaagggcttc 
gagccagggc tgtgcacctg gcagtccctg 
gtggaagctg aagcctgcac agtgtccacc 
atgaaataaa gagttaccac ccagcaaaaa 



gcctgcacct gtgtcccacc ccacccacag 60 
agggccaagt tcgtggggac accagaagtc 120 
atcaagatga ccaagatgta taaagggttc 180 
ttcgtctaca cccccgccat ggagagtgtc 240 
agcgaggagt ttctcattgc tggaaaactg 300 
agttttgtgg ctccctggaa cagcctgagc 360 
tacactgttg gctgtgagga atgcacagtg 420 
cagagtggca ctcattgctt gtggacggac 480 
cagtcccgtc accttgcctg cctgcctcgg 540 
cggtcccaga tagcctgaat cctgcccgga 600 
ctgttcccac tcccatcttt cttccggaca 660 
aaaaaaggaa ttc 703 



<210> 6 
<211> 432 
<212> DNA 

<213> Homo sapiens 



<400> 6 

ggccatcgcc gcagatccag cgcccagaga 
gacccctggc ttctgcatcc tgttgttgct 
tgtgtcccac cccacccaca gacggccttc 
ttcgtgggga caccagaagt caaccagacc 
accaagatgt ataaagggtt ccaagcctta 
acccccgcca tggagagtgt ctgcggatac 
tttctcattg ctggaaaact gcaggatgga 
gctccctgga ac 



gacaccagag aacccaccat ggcccccttt 60 
gtggctgata gccccagcag ggcctgcacc 120 
tgcaattccg acctcgtcat cagggccaag 180 
accttatacc agcgttatga gatcaagatg 240 
ggggatgccg ctgacatccg gttcgtctac 300 
ttccacaggt cccacaaccg cagcgaggag 360 
ctcttgcaca tcactacctg cagttttgtg 420 

432 



<210> 7 

<211> 780 

<212> DNA 

<213> Homo sapiens 



<A00> 7 

ggccatcgcc gcagatccag cgcccagaga 
gacccctggc ttctgcatcc tgttgttgct 
tgtgtcccac cccacccaca gacggccttc 
ttcgtgggga caccagaagt caaccagacc 
accaagatgt ataaagggtt ccaagcctta 
acccccgcca tggagagtgt ctgcggatac 
tttctcattg ctggaaaact gcaggatgga 
gctccctgga acagcctgag cttagctcag 
ggctgtgagg aatgcacagt gtttccctgt 
actcattgct tgtggacgga ccagctcctc 
caccttgcct gcctgcctcg ggagccaggg 



gacaccagag aacccaccat ggcccccttt 60 
gtggctgata gccccagcag ggcctgcacc 120 
tgcaattccg acctcgtcat cagggccaag 180 
accttatacc agcgttatga gatcaagatg 240 
ggggatgccg ctgacatccg gttcgtctac 300 
ttccacaggt cccacaaccg cagcgaggag 360 
ctcttgcaca tcactacctg cagttttgtg 420 
cgccggggct tcaccaagac ctacactgtt 480 
ttatccatcc cctgcaaact gcagagtggc 540 
caaggctctg aaaagggctt ccagtcccgt 600 
ctgtgcacct ggcagtccct gcggtcccag 660 



atagcctgaa tcctgcccgg agtggaagct gaagcctgca cagtgtccac cctgttccca 
ctcccatctt tcttccggac aatgaaataa agagttacca cccagcaaaa aaaaaaagga 

<210> 8 
.<211> 55 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
5' -end of human TIMP-1 using preferred yeats 
codons; + strand 

<400> 8 

gatccgtgca cttgtgttcc accacaccca caaactgctt tctgtaactc tgacc 

<210> 9 
<211> 52 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: synthetic 
5' -end of human TIMP-1 using preferred yeast 
codons ; - strand 

<400> 9 

aggtcagagt tacagaaagc agtttgtggg tgtggtggaa cacaagtgca eg 

<210> 10 
<211> 75 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: linker 
<400> 10 

gatccgegat cggagtgtaa gaaatgtgca cttgcgttcc gccgcatccg cagactgett 
tctgcaactc tgacc 

<210> 11 
<211> 72 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: linker 



<400> 11 

aggtcagagt tgcagaaagc agtctgcgga tgcggcggaa cgcaagtgca 
actccgatcg eg 

<210> 12 
<211> 35 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: 
oligonucleotide 

<400> 12 

gatccgegat cggagtgtaa gaaatgtgca ettge 

<210> 13 
<211> 36 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: 
oligonucleotide 

<400> 13 

ggaacgcaag tgeacattte ttacactccg ategeg 

<210> 14 
<211> 40 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: 
ol igonucleot ide 

<400> 14 

gttccgccgc atccgcagac tgctttctgc aactctgacc 

<210> 15 
<211> 36 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: 



oligonucleotide 



<400> 15 

aggtcagagt tgcagaaagc agtctgcgga tgcggc 

<210> 16 
<211> 9 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: linker 

<400> 16 
aattggcag 

<210> 17 
<211> 9 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: linker 

<400> 17 
tcgactgcc 

<210> 18 
<211> 138 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: artificial 
OmpA leader sequence 

<400> 18 

gaattcgata tctcgttgga gatattcatg acgtattttg gatgataacg aggcgcaaaa 
aatgaaaaag acagctatcg cgatcgcagt ggcactggct ggtttcgcta ccgtagcgca 
ggcctctggt aaaagctt 

<210> 19 
<211> 15 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: linker 



<400> 19 

gatcccaggc ctgca 



<210> 20 
<211> 7 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: linker 

\ 

V J <400> 20 
ggcctgg 



'•3. il 

m 



